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RESEARCH AND WORK EXPERIENCE: 

1.  Experienced skills in molecular biology, gene cloning, quantitative PCR, 

expression, purification, in situ hybridization, western blotting, transgenic;  



2.   Experienced skills in DNA marker techniques including amplified fragment 

length polymorphisms (AFLP), microsatellite DNA (SSR) and mitochondrial 

DNA (mt DNA);  

3.   Experienced skills in bioinformatics and biostatistics. 

 

RESEARCH FIELD: 

1. The analysis of genetic diversity and the development of microsatellite markers on 

Glyptosternum maculatum (Ph D thesis) 

  81 AFLP primer combinations in total had been used to select the polymorphic 

primer combinations in Glyptosternum maculatum samples, then five ones 

selected as polymorphic primers, detected 332 products, 51 of them (15.4%) 

were polymorphic in at least 1 population, no band was found to be specific for a 

population. 28 SSR primer pairs had been used to select the polymorphic ones, at 

the end, 6 polymorphic primer pairs amplified 20 alleles in all 96 Glyptosternum 

maculatum samples. Then we developed 14 SSR markers from Glyptosternum 

maculatum and successfully amplified in other taxa Pseudechenneis sulcatus 

(McClelland). 

2. The analysis of genetic diversity and genetic structure of Sepiella maindroni, 

Octopus variabilis, Mytilus coruscus, Mytilus edulis by ISSR,16S RNA, 12S   

RNA,COI, COIII, and so on. 

3.  Utilize the microsatellite markers and mt DNA D-LOOP to identify the parentage 

between recatch individual and breeding parent and evaluate the effect of the 

releasing primarily as well as to offer the basic foundation for establishing the 

releasing-evaluating system. 

4.  Utilize mt DNA genome to analyze the system evolution of Sepiidae species and 

make them reclassify 

5   The colon of economically important gene for Sepiella maindroni and large 

yellow croaker 
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RESEARCH PROJECT: 

1.  Organizer of the National Natural Science Foundation of China (NSFC) Project: 

The research on methods of resource multiplication release effect evaluate for 

Sepiella maindroni based on molecular marker (31101937). (2012-2014).  

2.  Organizer of the Project international S&T Cooperation Program of China: The 

joint research on the key techniques of reproductive manipulation and large-scale 

breeding for cuttlefish in the East China Sea (2014DFT30120). (2014-2017). 

3.  Organizer of the Project of Zhejiang Province: the identification and functional 

analysis of interrelated immune miRNA for large yellow croaker (2010R50025). 

(2011-2014)   

4.  Organizer of the Project of Zhejiang Province: The research on taxonomy and 

phylogenetics of cuttlefish family based on mt DNA genome (Y14C19008). 

(2014-2016) 

5.  Organizer of the Project of Zhoushan City: The Sepiella japonica germplasm 

resources creative utilization research and demonstration (2013C41001). 

(2014-2016) 

6.  Organizer of the Open Fund of Key Laboratory of Marine and Estuarine Fisheries 

Resources and Ecology, Ministry of Agriculture: the research of developing 

microsatellite markers and the analysis of genetic diversity for Mytilus 

coruscus(2011-2012) 

7. Organizer of the Open Fund of Key Laboratory of Zhejiang Mariculture Research 

Institute: The research on methods of resource multiplication release effect 

evaluate for Sepiella maindroni(2012-2013) 
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